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STELLINGEN 
 
behorende bij het proefschrift 
 
“Evo-devo of novel traits: the genetic basis of butterfly colour patterns”  
 
 
 
1. Wingless signalling is essential for the determination of eyespot rings in Bicyclus 
anynana butterflies (this thesis – Chapter 3) 
 
2. Novel negative regulators of the highly conserved Wnt/Wg signalling pathway might 
exist in the Lepidoptera (this thesis – Chapter 4) 
 
3. Even such highly conserved genes as Hox can be recruited to perform novel functions 
in post-embryonic development (this thesis – Chapter 5) 
 
4. Eyespots in subfamilies Satyrinae and Nymphalinae differ in the underlying genetic 
mechanisms despite (quite) similar morphology (this thesis – Chapter 6) 
 
5. The definition of homology is simple, however, the criteria for establishing it are 
anything but (based on a.o. Abouheif in Trends in Ecology & Evolution 1997, Wray & 
Abouheif in Current Opinion in Genetics & Development 1998) 
 
6. Both conserved and newly-evolved genes are likely to contribute to the evolution of 
novelties (based on a.o. Chapter 4 in this thesis and Khalturin et al. in Trends in 
Genetics 2009) 
 
7. Comparative studies of trait development are crucial for evo-devo, but establishing 
new model organisms is a great challenge 
 
8. Analysis of gene function is important in developmental studies of novel traits, yet it 
does not reveal their evolutionary history, and thus should not become the main 
criterium for publication 
 
9. The use of (in)definite articles, like ‘the’ and ‘a’, does not make any sense for Eastern 
Europeans  
 
10. Since English is the official language of science, it would be logical to use it for all 
Ph.D. defenses 
 
 
 
 
 
 
